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*Mix of PBMC, Jurkat, Ramos and THP1 cells
**BD Rhapsody™ Scanner hemocytometer count

™

Cell type Cartridge Capture rate**

CAR-T cells 72%

Frozen mesenchymal stem cells (MSC) 73%

Tumor xenograft (dissociated) 67%

Total CD4+ T cells 74%

CD45+ immune cells 68%

FACS sorted NK and T cell subsets 66%

MSC (cyropreserved) 80%
iPSC, Adipocyte (primary fresh), GABA 

Neurons (cell line), Hepatocytes (primary) 
(Cryopreserved) 60%

Myeloma cell lines 73%
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